Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.006 Å; R factor = 0.073; wR factor = 0.211; data-to-parameter ratio = 18.0.
In the title compound, C 16 H 14 ClN 3 O 3 S, the thiazine ring adopts a sofa (half-chair) conformation, with an r.m.s. deviation from the mean plane of 0.23 Å . The S atom and Sbonded C atom exhibit the maximum deviations from the thiazine mean plane [À0. 3976 (12) and 0.3179 (14) Å , respectively]. The conformations around the double bonds in the R 2 C N-N CHR unit are Z and E. An intramolecular O-HÁ Á ÁN hydrogen bond with the hydroxy group as donor generates an S(6) ring motif. In the crystal, pairs of weak C-HÁ Á ÁO interactions connect the molecules, forming inversion dimers.
Related literature
For benzothiazine compounds, see: Shafiq, Zia-ur-Rehman et al. (2011) . For related structures, see: Shafiq et al. (2011a,b) . For graph-set notation, see: Bernstein et al. (1995) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
O3-H3OÁ Á ÁN3 0.82 (7) 1.98 (7) 2.682 (5) 143 (7) C9-H9Á Á ÁO1 i 0.95 2.55 3.394 (5) 148
Symmetry code: (i) Àx; Ày þ 1; Àz þ 1.
Data collection: APEX2 (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON. 
Comment
We have recently explored the synthesis of different halogenated benzothiazines , and their Schiff bases (Shafiq, Zia-ur-Rehman et al., 2011) . The crystal structure of title compound is being reported in order to study the geometry and different interactions in this class of compounds.
The present structure relates with the already published crystal structures of 4-hydrazinylidene-1-methyl-3H-2λ 6 ,1-benzothiazine-2,2-dione (Shafiq, Khan, Zia-ur-Rehman et al., 2011a) and 6-bromo-1-methyl-4-[2-(4methylbenzylidene)hydrazinylidene]-3H-2λ 6 ,1-benzothiazine-2,2-dione (Shafiq, Khan, Zia-ur-Rehman et al., 2011b) . The two fused rings in the title compound ( Fig. 1 ) are oriented at dihedral angle of 7.49 (5)° and the thiazine ring adopts the sofa shape with r.m.s. deviation of about 0.23 Å, and with the maximum deviations arising from S1 [-0.3721 (21) (Bernstein et al., 1995) . A weak C-H···O type interaction connects the molecules to form centrosymmetric dimers and generates R 2 2 (16) ring motifs (Bernstein et al., 1995 ; Table 1 and Fig. 2 ).
The phenol ring is oriented at dihedral angle of 8.17 (4) and 15.58 (5)° with respect to the aromatic ring and thiazine ring, and is twisted by 2.07 (3)° with respect to six membered S(6) ring motif generated through the intramolecular O-H···N hydrogen bond.
Experimental
For the synthesis of title compound, 4-hydrazinylidene-1-methyl-3H-2λ 6 ,1-benzothiazine-2,2-dione (Shafiq, Khan, Zia-ur-Rehman et al., 2011a) was subjected to react with salicylaldehyde according to literature procedure (Shafiq, Zia-ur-Rehman et al., 2011) . The product obtained was then halogenated following another method . Suitable crystals were produced by slow evaporation of a dry ethylacetate solution.
Refinement
All C-bonded H-atoms were positioned in idealized geometry, with C-H = 0.95 Å for aromatic CH, C-H = 0.98 Å for the methyl group, and C-H = 1 Å for methine C8, and were refined using a riding model with U iso (H) = 1.2U eq (C) for aromatic groups and C8, and U iso (H) = 1.5U eq (C16) for the methyl group. Hydroxyl H atom H3O was found in a difference map and refined freely, restraining the O-H bond length to 0.82 (7) Å, with U iso (H3O) = 2U eq (O3). 
2-
0.0542 (7) 0.0619 (7) 0.0709 (9) 0.0012 (6) 0.0213 (6) 0.0147 (6) S1 0.0503 (7) 0.0366 (5) 0.0514 (7) 0.0043 (5) −0.0005 (5) 0.0050 (5) 
Geometric parameters (Å, °)
Cl1-C8 1.786 (4) C5-C6 1.391 (5) S1-O2 1.430 (3) C5-H5 0.9500 S1-O1 1.445 (3) C6-C7 1.475 (5) S1-N1 1.623 (4) C7-C8 1.509 (5) S1-C8 1.770 (4) C8-H8 1.0000 O3-C11 1.346 (5) C9-C10 1.447 (5) O3-H3O 0.82 (7) C9-H9 0.9500 N1-C1 1.420 (5) C10-C11 1.391 (6) N1-C16 1.479 (6) C10-C15 1.399 (5) N2-C7 1.280 (5) C11-C12 1.388 (6) N2-N3 1.389 (5) C12-C13 1.362 (7) N3-C9 1.286 (5) C12-H12 0.9500 C1-C6 1.399 (5) C13-C14 1.374 (7) C1-C2 1.405 (6) C13-H13 0.9500 supplementary materials sup-5 C2-C3 1.355 (7) C14-C15 1.372 (6) C2-H2 0.9500 C14-H14 0.9500 C3-C4 1.375 (7) C15-H15 0.9500 C3-H3 0.9500 C16-H16A 0.9800 C4-C5 1.371 (6) C16-H16B 0.9800 C4-H4 0.9500 C16-H16C 0.9800
Hydrogen-bond geometry (Å, °)
D-H···A D-H H···A D···A D-H···A O3-H3O···N3 0.82 (7) 1.98 (7) 2.682 (5) 143 (7) C9-H9···O1 i 0.95 2.55 3.394 (5) 148.
Symmetry codes: (i) −x, −y+1, −z+1.
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